
cd Logical Model

gene_product

- symbol:  char
- enhancedSymbol:  char

term

- name:  char
- id:  char

dbxref

- key:  char
- dbname:  char term2term

- type:  char

Gominer_Term

- totalGenes:  int
- changedGenes:  int
- upGenes:  int
- downGenes:  int
- changedFishersP:  float
- upFishersP:  float
- downFishersP:  float
- changedFalseDiscoveryRate:  float
- upFalseDiscoveryRate:  float
- downFalseDiscoveryRate:  float

Gominer_Gene

- userSymbol:  char
- goSymbol:  int
- changed:  int

Total_Genes Changed_Genes

Database

- userName:  char
- password:  char
- url:  char
- jdbcDriver:  char

Array_Repository

- url:  char
- userName:  char
- password:  char

Biocarta_Source

- url:  char

species

- ncbiTaxonomyId:  int

Report

- location:  char
- root:  Gominer_Term

Data_Source

- label:  char
- code:  char

Association

Filters

- type:  char
- invoked:  boolean

Organism

- label:  char
- code:  char

Gene_Category_Export Categoy_Summary_Export

Gene_Category_Matrix

Directed_Acyclic_Graph

BioCarta_Report

BioCarta_Map

- label:  char
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